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http://www.cc.kochiu.ac.jp/~nagasaki/reportl.html
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http://www.wraymer.com/bio/bx3500tph/bx3500tph.html
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Wommacl& Colwell (2000)


http://mmbr.asm.org/content/vol64/issue1/images/large/mr0100009001.jpeg

Fuhrman (1999)
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Bacillariophyceae
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+Virus Control

Nagasaki et al. 2004
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rRNA A

AW,

bl
m Stramenopiles
m Viridiplantae
m Not assigned
m cellular organisms
m Opisthokonta
m Bacteroidetes/Chlorobi group
® Amoebozoa
m Proteobacteria
= Alveolata
Cyanobacteria
m Euglenozoa
m Chlamydiae/Verrucomicrobia
Rhizaria
Apusozoa

Katablepharidophyta

Planctomycetes
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FLDS
Fragmented and Loop primer ligated DsRNAS

G

A RNA dsRNA EtOHH o3 b

A 0 i dsRNA 0 i
RNA

Urayamaet al 2015



FLDS A

I A R R BlastX analysis

Size UL Average Top Hit for each CDS, Virus family E-value
(nt) mapped reads coverage

1,734 1,301,278 191,942 - -

- 1,562 1,717,396 279,580 Fox picobirnavirus 1e33
Picobirnaviridae

4,026 1,337,570 83,876 Ustilaginoidea virens nonsegmented virus 1 S5e1>
Not assigned

4,911 14,544 703 Ustilaginoidea virens RNA virus 1 2e63
Totiviridae

4,982 12,325 591 Aspergillus mycovirus 178 4e 9
Totiviridae

4,979 1,074 52 Ustilaginoidea virens RNA virus 1 569
Totiviridae

5,252 7,863 359 Aspergillus foetidus slow virus 1 3e’4
Totiviridae

4,939 2,720 131 Aspergillus mycovirus 178 26766
Totiviridae

DCADSRV-7 5,327 1,957 87 Gremmeniella abietina RNA virus L1 3e123
Totiviridae

Ustilaginoidea virens RNA virus 3 2e°
Totiviridae

4,660 1,163 60 Aspergillus foetidus slow virus 1 8e>’
Totiviridae

_ O™h A 7 21 RNA h

19 dsRNA
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query_ query_ . . . subject

fitle length subject_desc subject_species length eval score
F1 3153

F2 3188

F3 337(

P1 8712APG77854.1 hypothetical protein Xinzhounematode virus 1 2704 1.00E66 264
F4 2139APG78241.RdRppartial Hubeipartiti-like virus27 557 2.00E103 337
- 450dXP_002285986.1 predicted protein| EED95627.1ThalassiosiraseudonanaCCMP1335 211 3.00E33 149

predicted protein

F6 1931

F7 1935

F8 2270APG78241.RdRppartial Hubeipartiti-like virus 27 557 5.00E93 310

YP_004429258.1 RM&pendent RNA polymerase|. .

F9 1731CBW77436.1 RNdependent RNA polymerase Flg cryptio/irus 472 9.00E107 338
P2 2485

P3 2681ALD89125.1 RNdependent RNA polymerase Rhizoctoniasolanimitovirus6 657 6.00E33 146
P4 3946

P5 1877

P6 2617

F10 1888

P7 2166
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